. Percentage presence of salt bridges during the MD simulations of the TBP, SRY and P22 complexes with DNA, ignoring changes in the closest interacting atom pairs between arginine or lysine and the DNA phosphate groups.
ARG40-T16' 13 ARG40-T5 6 Figure S1 . Probability densities for the Lys/Arg-phosphate interactions (shortest distance between lysine NZ or arginine NH1/NH2 and phosphate O1P/O2P) for a number of salt bridges drawn from the MD trajectories of the TBP, SRY and P22 complexes. Direct interactions are characterized by distances below 3.5 Å. Their percentage presence during the trajectory is indicated in brackets. Most cases show indirect interactions in the range 3.5-6 Å and even longer-range interactions may occur. 
